genes, PJA1 and STARD8. We show that the X chromosome carrying the duplication generates increased levels of EFNB1 transcript, compared to the normal chromosome. We also show that imbalance of ephrin-B1 between X chromosomes in a mouse model containing a hypomorphic Efnb1 conditional allele results in aberrant cell mixing of the cranial primordia during development and hypertelorism. Taken together these data suggest that cellular mosaicism for different levels of ephrin-B1 (as well as simple presence/absence) is an important contributor to craniofacial abnormalities in humans and mice. 
gone formation result in urogenital anomalies. The molecular mechanisms essential for ureter translocation are poorly understood. Here we show that cell membrane molecules of the Eph receptor tyrosine kinase family regulate distal ureter morphogenesis. EphB2/EphA4 cooperative signaling controls cell proliferation in the common nephric duct and apoptosis in the urogenital sinus epithelium. Mice lacking both EphA4 and EphB2 have a ureter translocation defect, severe hydronephrosis and die perinatally due to renal failure. By combining signaling deficient EphB2 and
EphA4 mutants, we demonstrate that EphB2 forward and EphA4 reverse epithelial directed signaling is crucial for urogenital development. Our data further suggest that Eph/ephrin signaling could play a role in the etiology of congenital anomalies in kidney and urinary tract and that mutations in Eph receptor genes may be part of a multigenic cause of this disease in humans. morphants exhibited pericardial oedema, an absent/non-functional heart and small/close-set eyes, and were rescued using human RAB23 RNA. Notochord and prechordal plate markers revealed defects in epiboly and convergent extension cell movements during early gastrulation, and individual cells migrating outside the main field were observed. Expression of nkx2.5 at 6 somites showed normal early specification of heart precursors in the anterior-lateral-plate mesoderm. Analysis of cardiac-specific markers (cmlc2, vmhc) and imaging of Tg(cmlc2::GFP) embryos revealed reduced heart precursor numbers at 18 somites, delayed convergence to the midline and reduced anterior migration. Individual cardiac precursor cells were seen to migrate separately, and cardia-bifida was occasionally observed (<10%). Overexpression of RAB23 RNA caused classic convergent extension phenotypes (e.g. cyclopia), and rare cardia-bifida, interacting genetically with the Wnt/PCP pathway. Evi5l is a RAB23-specific GTPase-activating protein previously implicated in ciliogenesis. Evi5l and Rab23 morpholinos precisely phenocopied one another, and co-injecting both produced synergistic Non-syndromic cleft lip/palate (NSCL/P) is a complex disease determined by many interacting loci and environmental factors, and represents about 70% of all cases of CL/P. There is a global interest in identifying candidate genes for this disease.
We identified candidate genes by comparing the expression profiles between NSCL/P and control patients in stem cells isolated from dental pulp and orbicular-oris muscle. mRNA was extracted from 6 control dental pulp stem cell (DPSC) and 12 NSCL/P cultures (Costa etal., 2008; Bueno etal., 2009) . Microarray experiments were performed using a Affymetrix HumanGene chip containing 33400 genes. Data was normalized and differentially expressed genes were identified. In the choanae the oro-nasal membrane persists or is only par- 
